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Supplementary Fig. 1 Alignments of deduced amino acid rt sequences used for construction of Neighbor Joining trees: A) Arachis LINEs and LINEs from other species. 
Arabidopsis thaliana Ta11-1 (L47193), Beta vulgaris BvL2 (FM993987), Zea mays cin4 (Y00086), Hordeum vulgare BLIN (AJ270056), Cannabis sativa LINE-CS 
(AB013908), Rattus norvegicus L1 rat (U83119), Homo sapiens L1 hs (U93574), Drosophila melanogaster I (M14954), Drosophila melanogaster Jockey (M22874), Gallus 
gallus CR1 (U88211). The symbols “-, ? and *” indicates gaps, incomplete codons and stop codons, respectively. 
 
 
 
 
 
 
 
 
 
Cin4            PISLINS-CMKIITKIMATRLAPRMNEIVS----TTQNAFIQKRSIHDNFLYVQKVIKKLHKSKQAAL---FVKLDISKAFDSLNWAY-LLDVLKALGFTQKWRDWIATILGSSSSKIIINGQQTKEIKHMRGVRQGD 
LINE-CS         PISCCNA-LYKIATNVICNRLRTILPDLIA----DNQGGFVHGRFIAHNVLVCQDLVRLYGRKN*KPR--CMIKIDLWKAYDTVEWDF-IEEMMVAFGFPNQFISLIMNCIRTPKFSLLLNGSMCGFFNAKRGLRQGD 
BLIN            PISLIHI-VAKVLAKLLSIRLAPRLNNLVS----NVQNAFIPGRSLHDNFILVRQSARVLHQLGAPRV---LLKLDLARAFDSVSWPF-LFEVLRCHGFGSRFLGWIALLLSSASTKVLLNGNPGPAIWHRRGLHQGD 
Ta11-1          PISLCSV-LYKIISKIMVRRLQPFLPDLVS----PNQSAFVAERLIFDNILIAHEVVHGLRTHKSVSKGFIAIKSNMSKAFDRVEWNY-VRALLDALGFHQKWVGWIMFMISSVSYSVLINDKAFGNIVPSRGLRQGD 
L1RAT           PISLMNI-NAKILNKILANRIQEHIKTIIH----HDQVGFIPGMQGWFNIRKTINVIH-YINKLKEQNH-MIISLDAEKAFDKIQHPF-MIKVLERIGIQGPYLNIVKAIYSKPVANIKLNGEKLEAIPLKSGTRQGC 
L1Homo sapiens  PISLMNI-DAKILNKILANRIQQHIKKLIH----HDQVGFIPGMQGWFNIRKSINVIQ-HINRAKDKNH-MIISIDAEKAFDKIQQPF-MLKTLNKLGIDGTYFKIIRAIYDKPTANIILNGQKLEAFPLKTGTRQGC 
BvL2            PISLCSI-IYKIISKVITSRLKTVLGEIIH----PLQGAFVPDRLIQDNILIAHEVFQAFRSKTGPNGW-IAIKLDMEKAYDRLEWSY-IFMTLEKLGFSPIWIGWIKECISSSSFSVLVNGVPGEKFFPSRGIRQGD 
Jockey          PTSLLPS-LGKIMERLILNRLLTCKDVTKAIPKFQFGFRLQHGTP--EQLHRVVNFALEAMENKEYAVG---AFLDIQQAFDRVWHPG-LLYKAKRL-FPPQLYLVVKSFLEERTFHVSVDGYKSSIKPIAAGVPQGS 
CR1             PVSLTSV-PGKIMEQILLDDMLDHMRNERV--IRDSQHGFTRGRSCLTNLVAFYDGVTALVDEGKATD---VIYLDLTKAFDMVPHHI-LISKLEGCGFDGWTTHWIRNWLKGRRQRVVTNGSMSRWRPVMSGVPQGS 
IDm             PISLNCC-IAKILDKIIAKRLWWLVTYNNL--INDKQFGFKKGKSTSDCLLYV-DYLIT-KSKMHTS----LVTLDFSRAFDRVGVHS-IIQQLQEWKTGPKIIKYIKNFMSNRKITVRVGPHTSSPLPLFNGIPQGS 
ALItri5         PISMVGV?VYKVISKLLVRRMRAVMPGLVG----ETQSAFVKGRKIHDGALIACETVQWIRTRKLKAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFGQKWRAWVMECVSSCSMSVLINGSPSKPFKMERGLRQGD 
ALItri3         PISMVGC-VYKVIS?VLVRRMR*AMPGLVG----ETQSAFVKGRKIHDEALIACETVHWLKIRKKEAV---IIKLDFQKAYDRVKWSF-VNIVL*KMGFRRRWRVWVMECISTTSMSVLINSSPTKPFKMERGLRQGD 
ALItri4         PISMVGC-VYKVISKVLVRRMGSVMSGLVG----ET*SAFVKGQKIHDGTFIACETVQ*LKLGKKKAA---IIKLD?QKSYDRVK*NF-VDIVLQKMGFGWRWRE*VRECVGTAAMSISINGSSSTSFKMER?LRQGD 
ALItri1         PISMVGC-VYKVISKVMVRRLRLVIPGLVG----ETQSAFVKGRKIHDGALIACETVQWLRMRKKKAA---IIKLYFQKAYDRVKWSF-VDIVLQKMGFGWRWRECVKECVGTASMSILINGSPSKPFKMERGLRQGD 
ALItri2         PISMVGY-VYNVISKMMVRRMRSVMPGLVG----ET*SAFVKDRKIHDGALIACEIVQWLKMRKKKAA---IIKLDFQKAYDRVK*SF?VDIVLQKMGFGWRWRGWVKECVGTSYMSILINGSPTKPFKMERGLRQGD 
ALIbat9         PISMVGC-VYKVISKVLVWRMRRIMLGLVG----ETQSTFVKGRKIHDG?LITCKTV*WLKMNKKRSA---IIKLNFQKAYDGVKWTF-VDIVLQKIGFGQRWRGWIKECVCTASISVLI?ERPSKSFKMERGLRQGD 
ALIbat3         PISMVGC-VYQVISKMLVRRMRAMMPRLVG----KTQSAFVKGRKIHDGALIACETVQWIKSRKKEAV---IIKLDFQKAYDRVKGSF-VDLVFQKMGFGRK*RGWVMECVSTCSMSILINGLASELFKIERGLRQGD 
ALIbat5         PISMVGC-VYKVISKVLVRRMRSVMPGLVG----ETQTAFVKDRKIHDGALIACETVHWLKKQKK?AA---IIKLDFQKAYDRVRWSF-VDIVLQKMGFGQRWRDWVKECVSTVSMSVLVNGSPTKPFNM?RGLRQGD 
ALIbat2         PISMVGV?VYKVISKMLVRRM*AVMPGLVG?---ETEC?FVKGRKIHDGALIAC*TV*WIKLRKKEAA---IIKLYFQKAYDRVK*SF-VDLVLQKMGFGRK*RVWVMECISTCSMSMLINGSPSKPFKMER?LRQGD 
ALIbat4         PISMVGC-VYKVISKTLVRRMRAVRPGLVG----EIHSAFV*GKKIHDGALITYESI*WIKLRKKEAV---IIKLDF*KAYDRVKWSF-VDLVLQKMSFRQRE?GWVMECVSMCSMSVLINSSPSKMFKMKRGLRQGD 
ALIipa2         PISMVGY-IYKVISKVMVRRMRSVMPGLVG----ETQSTFVKGRKIHDGALIARETV*WLKMRKKKVA---IIKLDFQKAYDWVKWNF-VDIVLQKMGFGWRWRGWVRECVGTASMAILINGSLTKPFKMER?LRQGD 
ALIipa6         PISMVGY-IYKVISKVMVRRMRSVMPGLAG----ETQSTFVKGRKIHDGALIARETV*WLKMRKKKVA---IIKLDFQKAYDWVKWNF-VDIVLQKMGFGWRWRGWVRECVGTASMAILINGSLTKPFKMERGFRQGD 
ALIipa7         PISMVGC-INKVISKVLVRRMRSVIPGLVG----ETQSAFVKRQKIHDGALILCETMQWLKLRKKKVT---VI*LDFQKAYDRVK*SF-LDIVL*KMGFGRRWRAWVKECVGLASMSILINGSLSKPFKMERGLRQGD 
ALIipa1         PISMVGC-VYKVISKVLVRRMRSMMPGLVG----ETHTAFVRGRKIHDGALIACETVHWLKTRKRTAA---IIKLDFQKAYDRVRWSF-VDIVLQKMGFGQQWRKWVKECVTMATISVLVNGSPSKPFKMGRGLRQGD 
ALIipa3         PISMVGC-VYKVISKVLVWRMRRVMPDLVG----ETQSAFVQGRKIHDGALIACETIQ*LKERKKKWA---IIKLDFQKAYDRVKWKF-MDIVLQKMGFGQRWRGWIKECVCMASMSLLINVSPSKSFKMERGLRQGD 
ALIcar3         PISMVGC-VYKVISKVLVRRMRSVMPALVG----ETQSAFVKGMKIHDGALIACETVNWLKLRKKEAA---IIKLDFQKAYDRVKWSF-VDIVL*KMGFGQEWRAWVMKCVTTASMSVLINGSPSKPFKMKRGLRQGD 
ALIcar6         PISMVGC-VYKVVSKVLVRRMRAVMPGLVG----ETQSAFVKSRKIHDGALIPCETVHLLKRRKKEAA---IIKLDFQKAYARVRWSF-VDIVLQKMGFRHRWRAWVMECVTTASMSVLINGSPSKPFKMQRG?RQGD 
ALIcar4         PISMVGC-VYKVISKMLIRRMRAVMLGLVG----ET*SAFVKGRKIQDVALIACETVQWIELKNK*AT---IIKLDFQKAYDRVKWSF-VDIVLQKMGFGRRWRGWVMECVSTCFMSVLINGSPSKPFKMER?LRQGD 
ALIcar5         PISMVGC-VSNIISKLLVRRMRDVMPWLVG----ETQSAFVKGRKIHDGAPIACETIQWIK*RKKGAA---IIKLDFQKAYDRVKWSF-VDLVLQKMGFK*RWRG?VMECISTCSMSILINGSPSKPFKMERGFRQGD 
ALIcar7         PISMVGC-VCKVISKMLVRRMRAVMPGLVG----ETQSAFVKGRKIHDGALIACETVQWIKMRKMEAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFGQRWRGWVMECVSSCSMSILVNGSPTKPFKMERGLRQGD 
ALIgla1         PISMVGC-VYKVISKMLVRRMRMVMPGLVG----ETQSAFIKGRKIHDGALIACETVQWIKLKKKQAA---VIKLDFQKAYDRVKWSF-VDIVLQKMGFGRRWRGWILKCMSTCSMSVLINGSPSKPFKMERGLRQGD 
ALIgla5         PISMVGC-VYKVISKMLVRRIRAIMP*LVG----ETQSVFVKGQKIHDGALIACETVQWLKQRKKEAA---IIKLDFQKTYNRVKWSF-VDLVLQKMGFGRRWKGWVTECVSTCSMSVLINGSPSKPFKMER?LRQGD 
ALIgla4         PISMVGC-VYKVISKMLDRRM*AVIPGLVG----ETQSTFVNS*KIHDGALIACETVQWIKLRKKEVP---IITLGFLKAYDSVKWSF-VDSILQKMGFGGRW?GWVMECVSTCSMLLLINGSPF?PFKMERGLRQGD 
ALIgla2         PISMVGC-VYKVISKVMVRRMRTVMPGLVG----ETQSAFVEGRKIHDGALIACEIVQWLKTRRKKAA---IIKLDFQKAYDRVKWRF-VDIVLQKMGFGWRWRKRVKECVGTASMSILVNGSPSKSFKMERGLRQGD 
ALIdur2         PISMVGC-VYKVISKMLFRRMRAVMPGLVG----ETQSAFVNGRKIHDGALIVCETVQWIKMRKMEAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFRQRWKAWVMECLRSCSMSVLINGSHSKPFKMERGLRQGD 
ALIdur1         PISMVGC-VYKVVSKVLVRRMRSVMPVLVG----ETQT?--KGRKIHDGALIACETVHWLKTKRRKAA---IIKLDFYKAYDRVRWSF-VDIVLQKMGFGQRWRNWVKECISTATMSVMVNG?PSKPFNMERGLRQGD 
ALIdur3         PISMVGC-VYKVVSKVLVKRMRAMMPGLAG----ETQSAFVKGRKIHDGALIACKTVHWHKRRKK?AA---IIKLDFQKAYDRVRWIF-VDIVLQKMGFGHRWRVWVMECVTTASMSVLINGSTSKPFKMQRGLRQGD 
ALIdur7         PI??VGC-VYKVIPKVMVRRMRSVMLGLVG----ETQNAFVKGRKIHDGALIACKIVHWLKTRKKKAA---IIKLDFQKAYDRVK*SF-VDIVLQKMGFGWRWRASI?ECVSIASMSILINDSPSKPFKMEK?LRQGD 
ALIdur11        PISMVGC-VYKVISKMLFRRMRAVMPGLVG----ETQSAFVNGRKIHDGALIVCETVQWIKMRKMEAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFRQRWKAWVMECLRSCSMSVLINGSHSKPFKMERGLRQGD 
ALIhel3         PISMVGC-VYKVISKLLVRRMRAVMPGLVG----ETQSAFVKGRKIHDGALIACETVQWVKARKMKAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFGQRWRAWVMECVSSCSMSVLINGSPSKPFKMER?LRQGD 
ALIhel1         PISMVGC-VYKAISKVLVRRMRAVMPGLVE----ETQSAFVKGRKIHDGALIACETVHWLKRRKKEVA---IIQLDFQKAYDRVKWSF-VDIVLQKMGFGNRWRAWVMECMTTASISILINGSLSKPFKMER?LRQGD 
ALIhel6         PISMVGC-VYNVISKVLVRRMRSVMSGLVG----ETQSAFVKGRKIHDSALIAYETVQWLKTQRKKAA---IIKLDF*KAYDRVRWSF-VNIVLQKIGFGQRWINWGKECVSTATVSVLVNGSPSKSFKMGRG?RQGD 
ALIhel4         PISMVGC-VYKVISKVLVRRMRRVMPDLVG----ETQSAFVQGRKIHDGTLITCETVQ*LK*RKKKSA---IIKLDFQKSYDRAKWKF-VDIALHKMGFGKRWRGWIKECACTAAMLLLING*PSKSFKMQP?LTHGD 
ALIhel5         PISMVGC-VYKVISKVLVRRMKIVMPGLVG----ETQSAFVKGRKIHDGGLIACETVHWLKMRKEEAA---IIKLDFQKAYDRVKWSF-VDIVLQKMGFGRRWRDWVMECVGTTSISVLINGSPTKPFRMERGLRQGD 
ALIhyp1         PISMVGC-VYKVISKVLVRRMSSVMPGLVG----ETQTAFVKGRKIHDGA?IACETVHWLKTRRKKSA---IIKLDFQKAYDKVRWSF-VDPVLQKMGFGQRWRS*VRECVSTATMSVLVNRSPSKPFNIERGLRQGD 
ALIhyp10        PISMVGC-VYKVISKVLVRRMRSVMPGLVG----ETQTAFVKGRKIHDGALIACETVHWLKER?RKAA---IIKLDFHKAYDRVRWDF-VDIVLQKMGFGQRWRNWVKECVSTATMSVLVNGSPSKPFNMERGLRQGD 
ALIhyp2         PISMVGC-VYKVILKMLVRRMRSVMPGLVG----ETQSAFVKGRKIHDGVLIA*KMVQCIKMRKMEAA---IIKLDF*KAYDRVKWKF-VDRVLQKMGFG*R*REWVMECVSSCSMSVLINDPPSKPFKMERGLRQGD 
ALIhyp8         PISMVGC-VYKVISKMLFRRMRAVMPGLVG----ETQSAFVNGRKIHDGALIVCETVQWIKMRKMEAA---IIKLDFQKAYDRVKWKF-VDLVLQKMGFRQRWKAWVMECLRSCSMSVLINGSHSKPFKMERGLRQGD 
ALIhyp9         PISMVGC-VYKVISKVLVRRMRSMMPAFVG----ETQSAFVQGRKIHDGTLIACETVNWLKLRKKEAA---IIKLDFQKAYDRVKWSF-VDIVLQKMGFGQRWRAWVMECVTTASMSVLINGSPSKPFNMERGLRQGD 
 
 
 
 
 
 
 
 
  
  
 
